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пΩ±Ω ŘŜŦƛƴƛǘƛƻƴ ƻŦ .ƛƎ ŘŀǘŀΥ Volume,Variety,Veracity,Velocity. 

Meyer M A, Laney D. Gartner, 2012,1. 



Background (references) 

UCSC Human Genome 

Feb. 2009 (hg19) 

Mar. 2006 (hg18) 

May. 2004 (hg17) 

Jul. 2003 (hg16) 

Apr. 2003 (hg15) 

NCBI Human Genome 

Reference Year Platform Method 

Caucasian individual(CEU) 2007 ABI 3730XL De novo assembly 

Yoruba individual(YRI) 2008 Illumina GA1s MAQ mapping 

Chinese individual(YH) 2008 Illumina GA SOAP mapping+assembly 

Korean individual(AK1) 2009 Illumina GA GMAP mapping 

Irish individual 2010 Illumina GAII SNP calling 

Current reference genome: linear, static sequence from limited samples. 



Background (projects) 

ÉHuman Genome Draft 2001 
Â The human genome holds an extraordinary trove of 

information about human development, physiology, 
medicine and evolution.  

É 1000 Genomes Project 2008 
Â The first  project to sequence the genomes of a large 

number of people, to provide a comprehensive 
resource on human genetic variation . 

 

International Human Genome Mapping Consortium. Nature, 2001, 409(6822):934-941 

1000 Genomes Project Consortium. Nature, 2010, 467(7319):1061-1073. 


